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PHD2 (EGLN1) primers and PCR conditions 
 
 
Designed using UCSC «Exon Primer»:  
http://genome.ucsc.edu/cgi-bin/hgGateway 
 
With cDNA sequence: NM_022051 and genomic sequence: hg18_chr1:229567053-
229628413_rev 
 
Exon 1 (3 fragments) 
 
Exon 1a 
LEFT PRIMER  GCAGTAACGGCCCCTATCTC 
RIGHT PRIMER GGCCTTTACTTTTCCCTTGG 
PRODUCT SIZE: 453 bp  
 
Exon 1b 
LEFT PRIMER GGACTGGAAGAAGCACAAGC 
RIGHT PRIMER ATCTGCTGTCCGGTCTCCTT 
PRODUCT SIZE: 519 bp 
 
Exon 1c 
LEFT PRIMER CAGGAGAAGGCGAACCTGTA 
RIGHT PRIMER GAGGAATGCTGCTTCTCAGC 
PRODUCT SIZE: 520 bp 
 
Exon 2 
LEFT PRIMER TCAGAGATCTGATTTATTAGCTGTTC 
RIGHT PRIMER GAAGTATGAAACTTAATGCTTTTGAG 
PRODUCT SIZE: 272 bp 
 
Exon 3 
LEFT PRIMER CCCCTAAATTTAATCTTGTAGCAT 
RIGHT PRIMER CAGATTCCCTCCTGTCCTACC 
PRODUCT SIZE: 259 bp 
 
Exon 4 
LEFT PRIMER CCATTGCAGCAAAATACCAC 
RIGHT PRIMER CATCACCTGATTGCAGGGTA 
PRODUCT SIZE: 197 bp 
 
Exon 5 
LEFT PRIMER TGGAATGCAGTAGCAGAAGC 
RIGHT PRIMER TTTGATGCAACACAAAAAGTTG 
PRODUCT SIZE: 284 bp 
 
Duplex PCR with HotStarTaq (Qiagen) on ABI9700 (Applied Biosystems): 
PHD2-1b + PHD2-3: Tm=54°C 
PHD2-1c + PHD2-2: Tm=54°C 
PHD2-5 + PHD2-4: Tm=54°C 
PHD2-1a: Tm=58°C 



2B

sz 150.00
ht 10546
ar 41512

sz 156.01
ht 2813
ar 11300

sz 94.09
ht 4642
ar 18115

sz 105.53
ht 10059
ar 37590

sz 184.09
ht 21011
ar 81908

sz 187.85
ht 5647
ar 19637

sz 241.73
ht 9642
ar 43909

sz 248.63
ht 2287
ar 9969

sz 149.82
ht 7289
ar 28012

sz 155.83
ht 6603
ar 24366

sz 94.05
ht 8999
ar 32957

sz 105.57
ht 5828
ar 23569

sz 115.35
ht 12533
ar 68163

sz 129.53
ht 5958
ar 40766

sz 197.73
ht 12144
ar 54892

sz 199.68
ht 10147
ar 42578

sz 187.79
ht 11072
ar 40764

sz 184.02
ht 14884
ar 55243

sz 241.96
ht 7259
ar 30819

sz 248.85
ht 4927
ar 22660

sz 115.26
ht 8461
ar 40971

sz 129.29
ht 8012
ar 58031

sz 197.74
ht 18023
ar 75535

sz 199.68
ht 5146
ar 21879




