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Figure Legend  

Figure 1 Supplementary. One- (1D) and two-dimensional (2D) SDS-PAGE 

analysis of cytosolic and total outer membrane proteins (TOMP) identifies 

unique profiles for the novel Bartonella isolate, BMGH, distinct from the 

closely related species B. clarridgeiae.  2D SDS-PAGE resolution of 

cytosolic and TOMP fractions are shown for B. bacilliformis (Panels A and B, 

respectively); for BMGH (C and D); and for B. clarridgeiae (E and F).  All 3 

species have a predominant protein at ~60 kDa in the cytosolic fraction but only 

BMGH and B. clarridgeiae have the more basic protein families at about 30 kDa 

in the TOMP fraction.  1D SDS-PAGE analyses of different Bartonella species 

isolates are shown in Panel G: B. henselae (Houston-1 ATCC 49882, lanes 1 

and 8); B. quintana (Fuller ATCC VR-358, lanes 2 and 9); B. bacilliformis 

(Ecuadorian human isolate, lanes 3 and 10); BMGH isolate (lanes 4 and 11); B. 

clarridgeiae (Houston-2 ATCC 51734, lanes 5 and 12); B. clarridgeiae (cat 

isolate Blackie, lanes 6 and 13); and B. bacilliformis (KC583 ATCC 35685, 

lanes 7 and 14).  Lanes 1 through 7 represent unfractionated whole cell lysates 

prepared with water and bead beater lysis; lanes 8 through 14 are cell lysates 

prepared as for 2D analysis18 after pelleting of cell debris but without separation 

of cytosolic and membrane fractions. 

 


