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Supplementary Appendix

This appendix has been provided by the authors to give readers additional information

about their work.

Supplementary Table 1. Primers used to amplify genomic segments of myosin heavy chain

genes.
Gene Exon(s) Forward (5°-3”) Reverse (5°-37)
MYHI 1-2 tgtgaatctaatggtccagtttct tttgatggggaccttaatcate
3 ftctttctcacggtcttctactca tcacctctgetgaacaacca
4 aaaccccactgaatacatgaca taaagctaaaccaatatctagttcca
5-7 tgaaaagaaagatgtaaaaggctct acaagcatgtttggcagcag
8-10 tgaaatctcaagaggccagtg ccatcaggagctcagcetgtaa
11-12 tcagatgtacccacacacagac ccctttccataagtgactacagg
13 aggacaaaacgataccatcct ttggcaaaataaggaattctce
14 ggatgaatttactcagatgggata tgacctcaggcaatctaccc
15 gggcaaccaagagtgaaact tctcgttgagtcacatcagttet
16-17 aaaattttcatctggatactattcatt cctetgtttattcaaaggacttca
18-20 cccagtggctatgttgtttct ttcataatctgtcccttatttggtag
21-22 aaaattaacctgaaggcttaaaaca tcctcattcataggaggcactt
23-24 gaatggaatcaatgggacaaa ctgcctcgatttectecte
25 aacaagcccttggtatgcag atgagaaaaagggtgcctga
26 cctttgctggttttgtttgt tgtgttcatattagtggggatct
27-28 catgccctccatcaagttte tggctgtatatggtcccagaa
29 tctgattgtggaattcactctctt gacagctgctgatgggttaag
30-31 tcagtcccagaacacctcaa tccctagttcatggagcaaa
33-33 gaaaatgcaaaggcatgaaaa tttaaactttatccttcatgaaatctt
34-37 cggccagttgattgtctttta tggacctccatgtagccatt
38 aaattcaagatccactgacctaag agtacaaaatggagtgacaaagatt
MYH3 2 gctgaaacaggcctggag gctggaaccacatctggaag
3 gacgtgcagaccatcttagtg ccctgeccgeatatctaat
4 aaggcaaggggttttccat ctgggagtaagggocaact
5 gggtagaatcgggaagctct gccecagcectgatctttttatta
6 tgacatcctgaaaagcctgt cccecteattctgaggttaag
7 cctgggcaacaagagtgtaa ctttgaggacagggctcttg
8-9 cccataagatgaataggaactattgg aaactttccctgttgactgtaga
10-11 agtccactgggtgggttttt gtgcctggctggattaattg
12-13 ccaacctttgaaacttctgga tcatgaaaccaatttccctca
14 ggaatgttgacagtctttgattc tgcagtaatgagcagaagagtc
15 cccaccgtaagctcttctca gtggaacaaatggagggaaa
16 tccatgtgatttccctceat agaatctcagcattgctcattta
17-18 tcattacaatggatctctgtcttca cctctcaaattccagtgttcg
19-20 ggaagagaggcctgaactaca tttctgagagagactcccctte
21 acacaagctgtgtgcagagg gcaaaatccccaccaataa
22 aatactggaatgtcgcaaacc cctaagaagaattcgcaagca
23 gaagcatgccacagagaaca ttccttttgggaacaaatge
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agaactccagggttggaag
agcctgttcttggcaatcag
gacacactccgtggtcattg
cttagcacagtgccctacaca

ggtggtgatagaagggacaca
agtgatgttcaagtggatggaa
ggcaagtgatgccaagtgta
tgctttgcatgtctggaaac
ctgcagggtagtggagcetg
agatgaggctcgtggtccta
gaagagaggcgaggttccag
tccccaggttttgacagttc
ctgegctgagctttccag
gaaacactttggcccagaaa
tcccactgaagtaggcaagce
tgaggaaacaagcatggaaa
ttgacctggctttttctget
aaacaaggtgattgctgatcg
tgcgttgacctatgtgttaagtg
ggtcaatgggaaattatttactge
tttttcactgtggcatcttct
gctaattggggatgagcaaa
aagccatggtcagtttcacc
agaatacttgttatgcgtaatttcc
ttccatcaattacatggagca
aagggaattttggcagtcct
ggactctcatgtcgatgcaa
ttttcagtgaagaaaaaccacat
cttcctgetccacactttca
tgaccaaacaggtagtcactgaa
ggettagetcetggttctca
ttgtactactcactccttcaacacc
agcccctttccacaggtagt
ataagagggttacaatgttattcca
tgctttcctagtcagcagcttt
ttaatgccttcttggggaaa
cttgcegattgetcctatct
tgatcaataatttttgcctgtg
tctcattcatgaggcaaatce
gagtgccagtttggaggaat
ggacaatcacttgaagcagga
caagctgtgtttgatctgaactg
ttggagccaaatgtaatgctc
gattgaattggagaaaaatgga
ttgagggagcaacgttagttt
cttcttcgagcetgtgaccctg

cagcacccagctcactgtaa
tcaatgaccacggagtgtgt
ccttggttttggccagcetac
ccttctgaatgaagttgecttt
cagcaccgcatttaaagaca
gggatgcattctcetectte
gcatgctctcgagcaataga
gcaaaaatggagacacagca
geccecagcectacatttctgag
gtggatgaggctggtgtttet
tgtgagggctttaatgcaa
ggagagggtggggaaattag
tcctgtggtttgatggagaa
tctgaggttccttccagetaa
ttgcatgtgaaaaagagtcaca
ttaacccaaaatgaggcaga
gctaacatgtgtagaatgtggagt
caactattttacaaatggctatggaa
gatgtgcacgtggttagatttt
tgtacccacaaagaaaaagattctc
tctttetgecactgcetttce
tgtcagctttgtcaagtggaa
caagaggatttgcactggcta
attaagcacagggaggcaag
ttggccagtgtttttgtgtc
aaattttctgttttgatggtttagtt
tgtgtagactaagacattggaagg
tgaaagtgtggagcaggaag
ttgcttetttatgeccgagt
cattgaggtggtgaagactaaag
catgatgtaacattttggagatcttt
tgtgtaatttggctaaaaatagtcat
aatgaatgtacagagcttgagaaa
tctttcatgtgtccccaage
ttgtgttattccctaaagatttge
tgatttatgacacatagtcctcgt
tgaaccagctaggtcccagt
ccaatttaaagaaaaccccctaa
catttcgtgcatttctttgg
ggcaacaggcttggagatt
agctgctgggaagagcataa
cttcatgcacagcaagggtg
cccttcacaagtcgcaagtc
ctaggtgcagtgttggagea
cagtttgttcagatcacaaaccat
gctgatatttgaagtgattcctatt
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caattgaagcctcacagatgc
ctcctggtaagacacagagag
ggcagttggattttccacttt
aaaagggaaatttgtgtgtea
gctgcatttctccagaccat
caaagagttgcaggtgagtcat
ttccacagagttgatgtcctaa
ggtttaggcttatttttatgccagt
tgtgaaaagggaccaaggag
tgacaagagtttggctcacg
ccagtacaatctcccagttca
cctgcacgaaccaacaagta
ctgccatcatgccaaatg
cctgatttgaggaactaatcctg

tggtgcaacacaagttcatg
ccaccacaagactatattattcgac
ttctgaattgggtgagaggaa
tgccttttcttccccataga
gagtagtgctgtaaaatgec
tgctgtaaaatgectgcaaa
tcetttttgaccttcttagcaa
acttgacacagtatgcactcaa
ttgccaagttgtccttcataa
cagttacctttgtgcggtca
cccccatccatgtttacatac
gaaatctgaaggcctcectaa
ttettecttattgacgceattcte
tcataaagcaagtgaccaaaaa




Supplementary Table 2: Additional primers used for sequencing of MYH8 amplicons.

Amplicon Sequence Direction Primer Sequence (5°-3’)
Exon 8-10 Sense agaagagttgatggccactg
Exon 8-10 Antisense agttaggggctgaagagacta
Exon 34-36 Sense tctettcctacacaagacte
Exon 34-36 Antisense gcctecagtttctggatetg
Exon 21-24 Sense ggaagcagatagcttggetg
Exon 21-24 Sense agcggaaactggagggtgac
Exon 21-24 Sense tcttacagaagagatggceag
Exon 21-24 Antisense ccttgttcteegtggceatg
Exon 21-24 Antisense atcatccacttgctgttctag
Exon 21-24 Antisense ctgcaactctttgatcttcttc






