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*In each row, the allele of the recipient is listed first and that of the donor is listed second. Each pairwise combination of mismatched donor–recipient alleles is designated using the World Health Organization
nomenclature for factors of the HLA system.

 

10

 

 The numbers refer to the amino acid positions in the HLA class I molecule. An empty cell indicates that the two sequences encode identical amino acids at that
position. Mismatches were defined as the presence of donor alleles or antigens not shared by the recipient. Mismatched amino acids are indicated by conventional nomenclature.

†In one of the four pairs, the recipient allele was Cw*03041, and the donor allele was Cw*0702.
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