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SuPPLEMENTARY APPENDIX 1. HLA SEQUENCE DATA FOR HETEROZYGOUS DONOR—RECIPIENT PAIRS MISMATCHED FOR A SINGLE DONOR ALLELE OR A SINGLE DONOR ANTIGEN. *

PEPTIDE-BINDING RESIDUES LOCATED
IN THE 3-PLEATED SHEET PEPTIDE-BINDING RESIDUES LOCATED IN THE @ HELIX REsIDUES INVOLVED IN T-CELL-RECEPTOR CONTACT
NO. OF
NO.OF  GRAFT HLA B R P 6 P e SN b o P B P RS e RN IS N e S R I o v R R 0 R S e Pl e e e TR I NS s e A et e R R TS
PAIRS  FAILURES ~MISMATCHES Biaiaa = i il i i i A i A A e A e A
Mismatched for a 3 A*02011 F \' L
single HLA-A A*0205 Y L W]
allele
1 A*3002
A*3003
1 A*02011 \ L
A*0202 L W]
1 A*02011 F
A*0206 Y
1 A*02011 A
A*0225 T
3 A*03011 E| |L
A*0302 Vi Q|
2 A*2901
A*2902
3 A*3001 Q D W \%
A*3002 H N R E
1 A*68012 M R|D
A*6802 R H|Y
Mismatched for a 4 A*0101 F MH] N R G A \ \ DG
single HLA-A A*11011 Y ViQ D Q W] \% A A EW|
antigen
1 A*11011 Y Al Q| R R
A*03011 F E| |[L T
1 1 A*3004 S 1 EH N|T|L W] R H
A*3201 F M QD S|T|A L L R
1 1 A*3303 T M 1| D|T|L V| |L T VIR Al |R T
A*2501 Y R T| |S|T|A E| W R E|L T H R
1 1 A*6602 Y I|IRY| |QD NIN| |Q D|T|L E| W EW| R|IR|N VIR T E|EW|
A*2402101 S LMF| H|Y E|K| |H NIT|A Vi Q| T|G E|G|K E|L A TD|G
1 A*02011 VIR H|Y <\ H|D V| |L T|W| G| K V| H A A T|E|W|
A*0101 I|I R|D NM| D|N Al |R R|G Q N Al |R \% \% R|D|G
1 A*03011 ViQ D E| |[L T|W| \% A A T|E|W|
A*0101 MH N Al |R R|G A \' \' RD|G
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SUPPLEMENTARY APPENDIX 1. CONTINUED.*

PePTIDE-BINDING RESIDUES LOCATED
IN THE 3-PLEATED SHEET PePTIDE-BINDING RESIDUES LOCATED IN THE @ HELIX REsIDUES INVOLVED IN T-CeLL—RECEPTOR CONTACT
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Mismatched fora 1 B*07021
single HLA-B B*0709
allele

T =
CET <o

2 B*1401
B*1402

1 B*2702 INT A
B*27052 DT L
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SUPPLEMENTARY APPENDIX 1. CONTINUED.*

PEPTIDE-BINDING RESIDUES LOCATED
IN THE B-PLEATED SHEET PEPTIDE-BINDING RESIDUES LOCATED IN THE @ HELIX ResIDUES INVOLVED IN T-CELL—RECEPTOR CONTACT
NO. OF
NO.OF  GRAFT HLA B R P 6 P e SN b o P B PP RS e RN IS N e S R I o v R R 0 R S e Pl e Rt e TR I N s S A e e R R TS
PAIRS  FAILURES  MISMATCHES == A =~ i Y g s e e e ] [ ) RS P e i i s e ] e e
1 B*4402 D
B*4405 Y
1 B*27052 D
B*2709 H
1 B*44031 I
B*4402 D
1 B*44031 D IL
B*4405 Y D
Mismatched for a 1 B*52011 E| [S
single HLA-B B*51011 Q| |F
antigen
1 B*3503 F S|N|L R
B*5301 S NIT|A L
Mismatched for a 1 Cw*07011 Y N N
single HLA-C Cw*0702 S K K
allele
1 Cw*03031
Cw*03041
1 Cw*03041 N
Cw*0310 K]
1 Cw*07011 S|IN
Cw*0707 NIK
1 Cw*1203 YA Wi K WE| W, K
Cw*07011 D|S R N LA |L N
1 Cw*14021 S LWE|Y| |S K S|IN R K
Cw*15021 Y I RYH |L N NIK L N
1 Cw*14021 S F E| R
Cw*1601 Y Y Al Q|
1 Cw*15021 I/R| |H| |L N T| |NIK L N
Cw*1203 LW Y| |S K Al |S|IN W]
1 Cw*15021 Hl |L
Cw*1504 Y| |S
1 Cw*04011 S R|F| [N|F Al IN|K E| R
Cw*1601 Y WY |D|S T| |SIN Al 1Q
1 Cw*0702 D|S R|S LAl L
Cw*1203 YA WY WIE| W
1 Cw*02022 Y R[Y N|K W] E E
Cw*1403 S W|F SN R T T
1 Cw*0602 W] K NIK WE| W K
Cw*07011 R N SN LA |L N
1 Cw*07011 DS R N A L L N
Cw*1601 YA Wi K T W] Q| K
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SUPPLEMENTARY APPENDIX 1. CONTINUED.*

PEPTIDE-BINDING RESIDUES LOCATED
IN THE B-PLEATED SHEET PEPTIDE-BINDING RESIDUES LOCATED IN THE @ HELIX ResIDUES INVOLVED IN T-CELL—RECEPTOR CONTACT
NO. OF
NO.OF  GRAFT HLA B R P 6 P e SN b o P B PP RS e RN IS N e S R I o v R R 0 R S e Pl e Rt e TR I N s S A e e R R TS
PAIRS  FAILURES  MISMATCHES ===~ i Y g s e e e ] [ S QR P e e ] e ] e e
Mismatched for a 3 1 Cw*15021 Y I/R|YH |L N N|K L N
single HLA-C Cw*14021 S LW/EFY| |S K S R K
antigen
2 1 Cw*0704 DS F D Al |S|IN LIA| D
Cw*0501 YA L N T| |INIK W|E| R
1 1 Cw*02022 YA R T E E
Cw*0602 D|S W] A T T
1 1 Cw*03041 YA I|R|Y L L L
Cw*0102 E|S LWw|C R T T
1 Cw*0302 L S
Cw*03031 I Y
1 Cw*0102 E|S Lw|C R T T
Cw*03031 YA I R|Y L L L
1 Cw*0102 F|S W|C| |D|Y SN
Cw*0501 YA RIY| |N|F NIK
1 Cw*04011 S|A R|F| [N|F R
Cw*0602 DS W|Y| |D|S Y
1 Cw*0602 WY NIK WE| W,
Cw*0702 R|S SN L|A| |L
T4t Cw*0702 D|S Ll IS S A LA T T
Cw*03041 YA Il |Y Y T W|E L L
1 Cw*1203 YA WY WE| W,
Cw*0702 D|S R|S LIA| |L
2 Cw*14021 S|A \W|F T WIE| |R
Cw*0702 D|S R[S A LAl |L
4 Cw*02022 YA RY S NIK Wi E E
Cw*0102 S wiC Y S|IN R T T
1 Cw*1602 LW Y| [S K Al 1Q K
Cw*15021 IR |H |L N El |L N
1 Cw*0102 F|S LW|C|Y| |Y K SN R K
Cw*15021 YA IRIYH |L N NIK L N
1 Cw*03041 I| |Y| D|Y T| |SIN L L L
Cw*0403 L| |F| |N|F Al |INIK R T T
1 Cw*14021 S|A F S
Cw*0102 F|S C Y

*In each row, the allele of the recipient is listed first and that of the donor is listed second. Each pairwise combination of mismatched donor—recipient alleles is designated using the World Health Organization
nomenclature for factors of the HLA system.l® The numbers refer to the amino acid positions in the HLA class I molecule. An empty cell indicates that the two sequences encode identical amino acids at that
position. Mismatches were defined as the presence of donor alleles or antigens not shared by the recipient. Mismatched amino acids are indicated by conventional nomenclature.

tIn one of the four pairs, the recipient allele was Cw*03041, and the donor allele was Cw*0702.
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